Genes categorized as "function unknown" or not assigned into a COG category because there is no similarity to the database are combined ("no hits," gray), whereas the genes with assigned COG categories ("with hits," white) belong to four major groups: information storage and processing (reds), cellular processes and signaling (greens), metabolism (blues), and poorly characterized genes with general function prediction only (purple). cholerae. Functional roles for genes were predicted based on the COG database. The numbers on the charts represent percentage of genes in a COG category. Genes categorized as "function unknown" or not assigned into a COG category because there is no similarity to the database are not included.
